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small  populations  353 
snails  141 

Sorghum  stipoideum  457 
speciation  437 
sperm  competition  345 
spontaneous  origins  253 
sterility  211 
stickleback  33 
stress  361 

temperature  123 
stress  289 
tetraploids  105,205 
threshold  33 
tolerance  219 
index  219 

trans-species  evolution  263 
transgenic  organisms  36 1 
triploids  97 
Triticum  505 
timopheevii  205 
two-spot  ladybird  385 

virulence  heterozygosity  505 

wheat  hybrids  165 
wheat  leaf  rust  505 
Wolbachia-Wkt  47 
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